EXHIBIT A 



Appl xcr-^f™ ; -No 

n6tice to comply with requirements for patent applications containing 
nucleotide sequence and/or amino acid sequence disclosures 

The nucleotide and/or amino acid sequence disclosure contained in this application does 
not comply with the requirements for such a disclosure as set forth in 37 CFR 1.821 - 
1.825 for the following reason(s): 

get;. 

This application clearly fails to comply with the requirements of 37 CFR 1.821 

- 1.825. Applicant's attention is directed to these regulations, published at 1114 OG 29, 
May 15, 1990 and at 55 FR 18230, May 1, 1990. 



□ 



2. This application does not contain, as a separate part of the disclosure on 
paper copy, a "Sequence Listing" as required by 37 CFR 1.821(c). 

A copy of the "Sequence Listing- in computer readable form has not been 
submitted as required by 37 CFR 1.821(e). 



A copy of the "Sequence Listing" in computer readable form has been submitted. 

However, the content of the computer readable form does not comply with the requirements 
of 37 CFR 1.822 and/or 1.823, as indicated on the attached copy of the marked-up "Raw 
Sequence Listing." 

5. The computer readable form that has been filed with this application has been 

found to be damaged and/or unreadable as indicated on the attached CRF Diskette Problem 
Report. A substitute computer readable form must be submitted as required by 37 CFR 
1.825(d). 



□ 



6. The paper copy of the "Sequence Listing" is not- the same as the computer 
readable form of the "Sequence Listing" as required by 37 CFR 1.821(e). 



Other: 



Applicant must provide: 



An initial or substitute computer readable form (CRF) copy of the "Sequence 
Listif^g" 

L!^J An initial or substitute paper copy of the "Sequence Listing" , as well as an 



eiYdment directing its entry into the specification 



A statement that the content of the paper and computer readable copies are the same 

and, where applicable, include no new matter, as required by 37 CFR 1.821(e) or 
1.821(f) or 1.821(g) or 1.825(b) or 1.825(d) 

For questions regarding compliance with these requirements, please contact: 

For Rules Interpretation, call (703) 308-1123 
For CRF submission help, call (703) 308-4212 
For Patentln software help, call (703) 557-0400 



Please return a copy of this notice with your response. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/822,963 



DATE: OS/05/98 
TIME: 14:45:52 



INPUT SET: S25541.raw 



— > 



— > 



— > 
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21 
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This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



Ooe 



SEQUENCE LISTING 



(1) General Information 

( 1 ) APPLICANT^ : DAKAI LIU 
RABBANI, ELAZAR 



(iii) NUMBER OP SEQUENCES': : 




(ii) TITLE OP INVENTION : VECTORS^ AND VIRAL VECTORS, AND PACKAGING CELL LINES FOR 

(iv) CORRESPONDENCE ADDRESS: fjjUl A fi/J^K 

( A) ADDRESSEE :ENZO THERAPEUTICS, INC. -Vr" 

(B) STREET:C/0 ENZO BIOCHEM, INC. fyJUyy **-*<L 
527 MADISON AVENUE, 9TH FLOOR 

(C) CITY:NEW YORK 

( D ) STATE : NY 



_ Not Comply 

Corrcc ^H Diskette Needea 




(E) COUNTRY: USA 

(F) ZIP:10022 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: 3.5" Micro Floppy Disk. 1.44 KB 
STORAGE 

(B) COMPUTER: IBM PC/XT/AT, IBM PS/2 OR COMPATIBLES 

(C) OPERATING SYSTEM: PC-DOS 

(D) SOFTWARE: MICROSOFT WORD - ASCII TEXT (DOS) 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/822,963 

( B ) FILING DATE:21-MARCH-1997 

(C) CLASSIFICATION: Not Yet Known 

( vii ) ATTORNEY/ AGENT INFORMATION; 

( A) NAME : FEDUS , RONALD C. 

( B ) REGISTRATION NUMBER: 32,567 

(C) REFERENCE/ DOCKET NUMBER : ENZ-56 

( viii ) TELECOMUNICATION INFORMATION 

(A) TELEPHONE: (212) 583-0100 

(B) TELEFAX: (212) 583-0150 



^J** ***** lb 




ERRORED SEQUENCES FOLLOW: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:45:53 



44 

45 
46 

47 
48 
49 

50 
51 
5 
ft 



(2) INFORMATION FOR SEQ ID NO:l: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY : linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO:l: 



INPUT SET; S25S4Lmw 




fa. I. til (J) t 

hr^Y^c^J^l fat, 



59 (2) INFORMATION FOR SEQ ID NO: 2: 

60 (i) SEQUENCE CHARACTERISTICS: 

61 (A) LENGTH: 9 base pairs 

62 (B) TYPE: nucleic acid 

63 (C) STRANDEDNESS: double 

64 (D) TOPOLOGY: linear 

65 (ix) SE QUENCE DESCRIPTION: SEQ ID NO: 2: 




V 



— > 
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71 
72 
73 
74 
75 
76 
77 
1J 

80" 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION : SEQ ID NO: 3: 

GTACTAGTTA 
CATGATCAAT 



— > 



81 
82 
83 
84 

85 

86 

87 

88 

89/ 

90\ 

91 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

AGACGTCT 
TCTGCAGA 



92 (2) INFORMATION FOR SEQ ID NO: 5: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:45:54 



INPUT SET: S25541.raw 



— > 
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1C 

io: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 5 I 



TGGAATTGTGAGCGGATAACAATT 
ACCTTAACACTCGCCTATTGTTAA 



— > 



103 
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107 
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109 
110 
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11 
11 



(2) INFORMATION FOR SEQ ID NO: 6: 
(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 




— > 



114 
115 
116 
117 
118 
119 
120 
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122 
12 
124 



(2) INFORMATION FOR SEQ ID NO: 7: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
TOPOLOGY: linear 

DESCRIPTION: SEQ ID NO: 7: 




— > 



125 
126 
127 
128 
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130 
131 
132 

13; 

135 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCfiXEJION : SEQ ID NO: 8; 

AAAAGTGTGACAT 
TTTTCACACTGTA 



136 (2) INFORMATION FOR SEQ ID NO: 9: 

137 (i) SEQUENCE CHARACTERISTICS: 
— > 138 (A) LENGTH: 11 base pairs 

139 (B) TYPE: nucleic acid 

140 (C) STRANDEDNESS: double 

141 (D) TOPOLOGY: linear 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:45:55 



INPUT SET: S2SS4hraw 



(ix) SEQUENC E DESCRIPTION : SEQ ID NO: 9: 




— > 
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149 
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1 



(2) INFORMATION FOR SEQ ID NO: 10: 
(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 




— > 
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159 
160 
161 
162 
163 
164 
165 
166. 
16 
168 



(2) INFORMATION FOR SEQ ID NO: 11: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 




— > 



169 
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172 
173 
174 
175 
176 
177 
178 
179 



(2) INFORMATION FOR SEQ ID NO: 12: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 12) 




— > 



180 
181 
182 
183 
184 
185 
186 
187 
188 
18 



(2) INFORMATION FOR SEQ ID NO: 13: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUE^CB-^ESCRIPTION:SEQ ID NO: 13: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:45:56 



INPUT SET; S25541.raw 



— > 
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(2) INFORMATION FOR SEQ ID NO: 14: 
(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 




— > 



--> 



— > 



202 
203 
204 
205 
206 
207 
208 
209 
210 
211 
212 
213 
214 
215 
216 
217 
218 
219 
220 
221 
222 
223 



3UENC% ^CHARACTERISTICS : , 
ffGTTC309 base pairs> ^ JCf aJ-JVM' 



(2) INFORMATION FOR SEQ ID NO: 15: 
(1) SEQUENCJ 

(A) LENC 

(B) TYPE: nucleic aeld 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 15s 



GAACAGATGGAACAGCTGAATATGGGCCAAACAGGATATCTGTGGTAA 

AGTTCCTGCCCCGGCTCAGGGCCAAGAACAGATGGAACAGCTGAATATG 
GCCAAACAGGATATCTGTGGTAAGCAGTTCCTGCCCCGGCYCAGGGCCAA 
GAACAGATGGTCCCCAGATGCGGTCCAGCCCTCAGCAGTTTCTAGAGAAC 
CATCAGATGTTTCCAGGGTGCCCCAAGGACCTGAAATGACCCTGTGCCTTfe 0 1 
ATTTGAACTAACCAATCAGTTCGCTTCTCGCTTCTGTTCGCGCGCTTCTG; 2 5 1 
CTCCCCGAGCTCAATAAAA301 





— > 



— > 



224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
236 
237 
238 
239 
240 



(2) INFORMATION FOR SEQ ID NO: 16: 
(i) g^irewrw rwapan^PTCTTrfii * 

(A) LENGTHj f309 base pairs ^D *S 2Jo ✓oAo/M--' 

(B) TYPE:nucil6iC acid ^ 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 



ACGCTTGATCCGGCTACCTGCXCATTCGACCACCAAGCGAAACATCGCAf . 



CGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATC 5 1 
TGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCl 0 1 
AAGGCGCGCATGCCCGACGGCGAGGATCTCGTCGTGACTTTCTAGAGAAC15 
CATCAGATGTTTCCAGGGTGCCCCAAGGACCTOAAATGACCCTGTGCCTT 2 0 




RAW SEQUENCE LISTING DATE: 05/05/98 

PATENT APPLICATION US/08/822,963 TIME: 14:45:57 

INPUT SET: S2SS41.raw 
ATTTGAACTAACCOOTCAOTTCQCTTCTCQCTTCTQTTCQCGCGCTTCTC ^f^ ju*~ufV**k 
CTCCCCGAGCTCAGCTGCG j^L^-fa -fojd 



LC/W0HD/USPR0SECUTI0N/ENZ56/SEQUENCE LISTING .10.1.97 
SEQ ID NO: 1, PAGE 6 



ENZ-56 



ENZ-56 
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SEQUENCE VERIFICATION REPORT 
PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:45:59 



INPUT SET: S2S54Lmw 



Line Error Original Text 

10 Number of Sequences (0) Doesn't Equal Actual Count (16) (iii)NUMBER OF SEQUENCES: _16 

31 Wrong Classification (QCLASSIFICATION:Not Yet Known 

42 Unknown or Misplaced Identifier (ix)SEQUENCE DESCRIPTION :SEQ ID NO:l: 

46 Entered (9) and Calc. Seq. Length (0) differ (A)LENGTH:9 base pairs 

6 1 Entered (9) and Calc. Seq. Length (0) differ (A)LENGTH:9 base pairs 

72 Entered (10) and Calc. Seq. Length (0) differ (A)LENGTH: 10 base pairs 

83 Entered (8) and Calc. Seq. Length (0) differ (A)LENGTH:8 base pairs 

94 Entered (24) and Calc. Seq. Length (0) differ (A)LENGTH:24 base pairs 

105 Entered (4) and Calc. Seq. Length (0) differ (A)LENGTH:4 base pairs 

116 Entered (9) and Calc. Seq. Length (0) differ (A)LENGTH:9 base pairs 

127 Entered (13) and Calc. Seq. Length (0) differ (A)LENGTH: 13 base pairs 

138 Entered (1 1) and Calc. Seq. Length (0) differ (A)LENGTH:11 base pairs 

149 Entered (12) and Calc. Seq. Length (6) differ (A)LENGTH: 12 base pairs 

160 Entered (6) and Calc. Seq. Length (0) differ (A)LENGTH:6 base pairs 

171 Entered (9) and Calc. Seq. Length (0) differ (A)LENGTH:9 base pairs 

182 Entered (9) and Calc. Seq. Length (0) differ (A)LENGTH:9 base pairs 

193 Entered (8) and Calc. Seq. Length (0) differ (A)LENGTH:8 base pairs 

204 ' Entered (309) and Calc. Seq. Length (319) differ (A)LENGTH:309 base pairs 

2io # of Sequences for line conflicts w/ running total GAACAGATGGAACAGCTGAATATGGGCCAAACAG 

222 # of Sequences for line conflicts w/ running total CTCCCCG AGCTCAATAAAA30 1 

226 Entered (309) and Calc. Seq. Length (326) differ (A)LENGTH:309 base pairs 

232 # of Sequences for line conflicts w/ running total ACGCTTGATCCGGCTACCTGCCCATTCGACCACCA 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTiON/ENZ56/SEQUENCELK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELK 

264 Wrong Nucleic Acid Designator LCAVORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LK 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LI! 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELIi 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LI! 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELI! 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELI; 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE Lli 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE Lli 

264 Wrong Nucleic Acid Designator LC/W ORD/USPROSECUTION/ENZ56/ SEQUENCE Lli 

264 Wrong Nucleic Acid Designator LCVWORD/USPROSECUTION/ENZ56/SEQUENCE LI; 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELI 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LI 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCELI 
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SEQUENCE VERIFICATION REPORT 
PATENT APPLICATION US/08/822,963 



DATE: 05/05/98 
TIME: 14:46:00 



INPUT SET: S2SS41.mw 



Line Error Original Text 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSECUTION/ENZ56/SEQUENCE LIS 

264 Wrong Nucleic Acid Designator LC/WORD/USPROSEeUTION/ENZ56/SEQUENCE LIS 

264 # of Sequences for line conflicts w/ running total LCVWORD/USPROSECimON/ENZ56/SEQUENCELIS 

265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQ ID NO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 Wrong Nucleic Acid Designator SEQIDNO: 1, PAGE 6 
265 # of Sequences for line <»nflicts w/ running total SEQIDNO: 1, PAGE 6 



EXHIBIT B 



SEQUENCE LISTING 



<110> Liu, Dakai 

Rabbani, Elazar 

<120> VECTORS AND VIRAL VECTORS, AND PACKAGING CELL LINES FOR 
PROPOGATING SAME 

<130> ENZ-56SequenceListing. 110398 

<140> 08/822,963 
<141> 1997-03-21 

<160> 16 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 9 
<212> DNA 

<213> Bacteriophage lambda 
<220> 

<223> Description of Artificial Sequencenucleic acid, 
double stranded, linear topology 

<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 1 
tatcaccgc 

<210> 2 
<211> 9 
<212> DNA 

<213> bacteriophage 434 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 2 
acaagaaaa 

<210> 3 
<211> 10 
<212> DNA 



1 



<213> Escherichia coli 
<220> 

<223> Description of Artificial Sequence: nucleic acid, 
double stranded, linear topology 

<400> 3 
gtactagtta 

<210> 4 
<211> 8 
<212> DNA 

<213> Escherichia coli 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 4 

agacgtct > 

<210> 5 
<211> 24 
<212> DNA 

<213> Escherichia coli 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 5 

tggaattgtg agcggataac aatt 

<210> 6 

<211> 4 

<212> DNA 

<213> Drosophila melanogaster 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 6 
taat 

<210> 7 
<211> 9 
<212> DNA 



<213> MAT alpha 2 yeast 



<220> 

<223> Description of Artificial Sequence: nucleic acid, 
double stranded, linear topology 

<400> 7 
catgtaatt 

<210> 8 

<211> 13 - 

<212> DNA . 

<213> Escherichia coli 

<220> 

<223> Description of Artificial Sequence: nucleic acid, 
double stranded, linear topology 

<400> 8 

aaaagtgtga cat 

<210> 9 
<211> 11 
<212> DNA 
<213> GAL 4 yeast 

<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 9 
ccggaggaca g 

<210> 10 

<211> 12 

<212> DNA 

<213> Papillomavirus sylvilagi 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 10 
accgacgtcg gt 

<210> 11 
\<211> 6 
<212> DNA 



<213> GCN4 yeast 



<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 11 
atgatc 

<210> 12 
<211> 9 
<212> DNA 

<213> zif268 murine 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 12 
gcgtgggcg 

<210> 13 

<211> 9 

<212> DNA 

<213> human glucocorticoid 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 13 
cagaacatc 

<210> 14 . 
<211> 8 
<212> DNA 
<213> tfiid 

<220> 

<223> Description of Artificial Sequence : nucleic acid, 
double stranded, linear topology 

<400> 14 
tatataaa 

<210> 15 
<211> 319 
<212> DNA 




<213> murine leukemia virus 
<220> 

<223> Description of Artificial Sequence: nucleic acid, 
single stranded, linear topology 



<400> 15 

gaacagatgg aacagctgaa tatgggccaa acaggatatc tgtggtaagc agttcct£jcc 60 

ccggctcagg gccaagaaca gatggaacag ctgaatatgg gccaaacagg atatctgtgg 120 

taagcagttc ctgccccggc tcagggccaa gaacagatgg tccccagatg cggtccagcc 180 

ctcagcagtt tctagagaac catcagatgt ttccagggtg ccccaaggac ctgaaatgac 240 

cctgtgcctt atttgaacta accaatcagt tcgcttctcg cttctgttcg cgcgcttctg 300 
ctccccgagc tcaataaaa 319 

<210> 16 
<211> 319 
<212> DNA 

<213> murine leukemia virus 
<220> 

<223> Description of Artificial Sequence : nucleic acid, 
single stranded, linear topology 

<400> 16 

acgcttgatc cggctacctg cccattcgac caccaagcga aacatcgcat cgagcgagca 60 
cgtactcgga tggaagccgg tcttgtcgat caggatgatc tggacgaaga gcatcagggg 120 
ctcgcgccag ccgaactgtt cgccaggctc aaggcgcgca tgcccgacgg cgaggatctc 180 
gtcgtgactt tctagagaac catcagatgt ttccagggtg ccccaaggac ctgaaatgac 240 
cctgtgcctt atttgaacta accggtcagt tcgcttctcg cttctgttcg cgcgcttctg 300 
ctccccgagc tcagctgcg 319 



5 



